
The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: _ O/ r£- 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help(gUispto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3 0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25. 

Checker Version 3 0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer crrored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http:/Avww.uspto.gov/\vcb/officcs/pac/checker 



Raw Sequence Lbting Error Summary 



" \ gUCCESTKD CORRECTION oilkjal, DUMBER: 3^ )U 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICHWERE INSERTED BY PT 
•J_Wr.ppcdNuC.cs The numhn/i .. .. VERE INSERTED BY PTO SOPTW A R E 



SERIAL NUMBER: Qf/fj 3f[f0 



'J- Wrapped Nucleics 
Wrapped Aminos 

2 Invalid Line Length 

3 _Misa!igned Amino 
Numbering 



4 W f 



_Non-ASCII 
5 .Variable Length 



_PatentIn 2.0 
"bug" 



7 Skipped Sequences 

(OLD RULES) 



^Skipped Sequences 
(NEW RULES) 



7UseofVs or Xaa's 
(NEW RULES) 

Jnvalid<213> 
Response 



prevent "wrapping." 8 ^ C adjust y° ur margin to .3; this will 

Tne «,«, require ,ha, , „„e not „ cttd 72 chiraam ,„ ^ ^ ^ ^ 

^.Z b l n ^":L 5 ^ ,n0 ^ D ° - « -es between numbers. 

A "bug" in Patenlln version 2.0 has caused die <220>-<2Il>.««ii« . ■ 
sequences(s) NcnnTp^!.. ir ^" bt m, " mg from imin ° ™d 

Previously codTdl^cleicTcid ™ £ I^T"^'' ^ SeC "'° n f ™ th < 

•he subsequent amino acid sequence ThU Z ,™ £ S <220> -^3> section to 

Artificial or Unknown sequences. ""nd.tory <220>-<223> section, for 

(i) SEQUENCE CHARACTERISTCC^rv, ? * u shown > 

W) SEQUENCE DESCRJPTIOnSSo x BdW?.^ "* h " din ^ 
Th,s sequence is intentionally skipped Q N ° Wh " e X 15 shown ) 

P-ease also adjust the "(i.) NUMBER OF SEQUENCES:" response to mdude the skipped sequences 

Sequences) m i ss i n 

<210> sequence id number 
<400> sequence id number 
000 



n^n, .f,«o na ,, please insert the lowing , ines for tach skipped ^ 



12 



_Useof<220> 



_PatenlIn 2.0 
"bug" 



H Misuse of n 



SJTllSVff " X "X h r de ' ede<i in Se " ue "« listing 
Per 1.823 of Sequence Rules the only valid on> 

scientific name (Genus/species). <220>-<223> sectlonT™ T Artificia ' Sequence, or 

is Artificial Sequence »3>«ction » required when <213> response is Unknown or 

Sr "gfess S^SSi7S"-Sr e ? ,ed numeric iden,ifiCTS ind -p— 

•^w„,. Please Iain sour „ ofJL^^^^"^*' S «" or 
(See Federal Reg.ster, 0*>,, 199i . Vol. o3, No. ,0, PP . 29.3 .^MSeT!' 823 of Sequence Ru.es, 
Please do not use "Copy t 0 Disk" function of Patenlln version 7 n TV 

resulting in missing mandatory numeric identify, i„V C * USCS 3 corru P»^ file. 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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RAW SEQUENCE LISTING 

r.^uNT APPLICATION: US/09/923,830 



TIMI 



Input Set : A:\ES.txt 



Outpu 



put 



14 

16 
18 



] ? f : 



<140> 
<141> 

li>0 ■ 
• ■ 

ltu. 
' I7fj.. 



* * • . LA U 

Set: N:VCRF3 \°8l62001\l923830.raw 



' APPLi:ANT: Nienaber, Vi^ki 
^reer, Jonathan 

Atad-i^patero, Ceiermo 
-J-rfcn i;k/ oaniel 

TITLE OF TM'.nrMT^.u, T--r», 

• 'RYSTALLOGRAPHY " " SCREENING AND DESIGN BY X-RAY 

FILE REFERENCE: 6308. [JS PI 

^PLICATION NUMBER : 09/036,134 
— lOt hILINC DATE: 1998-03-06 
™^ OF <;£,;, ID IDS- 14 

" JraARE: FaatSE Q f »r Window. Version 3.0 



worrec- 



OIPE 



ERRORED SEQUENCES 



" ,t! ^-~ ^t. tMtgJ ^ ttto agtgtggooi a ^ sj 



-'0 21.-' • 3 Eg J l ;jO : 

- 1 -i i ■ ;.e:igt;i: 51 

' -'1- ' TYPE: D.YA 



;• 0 
i 



^E.'-'GTH 
PYt'E: ;!i;a 

: ::< ••AKi.rf:Q V nthet 

-"' '~ ■ -iEv'JENT- t- 

-> 35 ,«„ taa90 tttcagaggg ooaggooatt ctcttoettg 

3 ' ■ -il ■ :.e::.;7M:".5 7 
4, . : ' — ■ • v; ina .... ^ — ^ 

4 1 «-13 • . Ff.:AIIin-!:(sv-nthetio 
4-, <4.-.0 • :;?a'YEH:'E: V 

" cagoc , tcoo ggaot , t , c> gaocitc5=c ctgocct ^^ 



J 



: ; Rga;;i; 



53 attaatcagc t g ctcc ggat a gag ata g tc gg ta g act gc tctttt « „ 



file: / /C:\Crfi-()uthold\Vsrly23830.htm 



8/16/01 



Page 



RAW SEQUENCE LISTING 

' ' US/09/923,830 

r ' * '• A:\ES.txt 
" r 3eZ: N: ^ CRF 3\08162001\I923830. 



raw 



E~> 62 

( • 

i 

i ■■ 
t :■ 
7 ■ 

E--> 71 

7E ' 
7 j 

7\- 
7 f 

7 7 
7 c < 

E~ > 80 

81 
H3 
■:4 

-5 

': 6 

E~ > 89 



■ : ..'£ EUENCE ; 



attaatcagc tgaaaatgac tgttgtga ^ 



:;th: si 




r taat 9tog , ct „ ggagg tgatct „ tg ^ m ^ 



-^E ID NO: 
- 3 - LEN3TH: 37 

- ' TYPE: C MA . ^ 

- 1 - v-v ;.-iM3]\r Synthetic 
' SE-EENGE: " 



attaatgcta gcctcgagcc accatgagag ccctgct 

— 1 " oEV-- id >jo: 8 

■II- VP'fi^LJ. „n 



EE — T 

-EIJvErH: 42 
TYPE: ENA 

: : ."E'.IKE: W 



«t„ tgcta gcotog , gtc acttgttgtg jotgcwt(! ^ ^ ^ 



C, 

E~> 98 

9 ? 

!■: : 



i j -i 

I J o 
E— > 107 

E~> 109 

IK: 
I IE 



■ :e no 

■if LENGTH: 4 4 
' TYTE: DNA 

"" -h:;"en:e: 



r t ggt3 , at totMooca , t , atgocttt ggagtcgotc ^ 



- 10 EG: 10 

EEE — H: llf 
TVrE: EN A 



EE 



h 'ri'irof,'. v 



..^««= ottgga „ lt atttt , gctt tggcucttt 

ttc g c t c„ g c ca gtt , tctg c , ct>ccgtt ggttcog=tg ocg>swtc e 



- 1 <_ TVFE : 



E— > 118 



> gaaacttcca aaagtcgcca ta 



:'Crt3\Outho]d.VsrI923830.htni 



8'1 6.-01 
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RAW SEQUENCE LISTING 



US/09/923,830 



121 <210> GEQ I- : , C; 

122 --!:> LENGTH: y; 
1-3 :2i:> -vd E . ^ r 
11.4 ' 



: A:\ES.txt 
Set: N:\CRF3\08162001\l923830.raw 



r 6 l i;> 

■'^■ ■ > SEQUENCE: iT 

-> - ^ , t _ g , tc oct _ gc 

1,0 .,f CtggCtg ^^aagaca gattgcaaag ta ^ ^<L, 

Y: 2 SKQ IE NO: 13 

^ ' Gl .1 > LEUHTM • A C. 



1:2 

137 
E— > 138 

13 ^ 

14 1 
142 
1 4 3 
144 
146 

E~ > 147 
14 8 
E~> 150 j 
E — > 152/ 
E--> 156 
E— > 157 
E~ > 158 
E— > 160 



SEQ it NO: 13 
LENGTH: 4 6 
TVPE: E'NA 

OFGANlSM.Csynthetic 
^00:- SEQUENCE- I3~'~~ " 

attaatggat ccttggacaa gaggattatt ^ 

- 10 > SE; id > J0; 14 
-'H ' LEM3TH: 4 7 

■-12 • TYPE: DHA _ 

-'13 • ORGANISM ^ynthGjuG" 
■''JO:- SEQUENCE: 14 " 
attaatctcg agccratcngt- . . 

47 g - — yytgc gactgcgaat c Caggg t 




-':\CrR\Outhold WsrI923830.htm 



8 16/01 
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VERIFICATION SUMMARY 

LATENT AFr LIGATION: US/09/923,830 

: :c o : A:\ES.txt 

■;u:put Jet: N:\CRF3\08162001\I923830.raw 







"3 








2 a r 


rent 


:c;t.::n . . a:: 


cer a ; r 


. *.: , 






- ■ d ■ 


a r i 












M : J 7 


1 C 




Cur 


rent r i. L i rr 


i Date c i I 


: "; :; ' ' t 


'C . 














T 




b 


M: 


; e 

.: r 




N . 


O t :■ : 

; r a a - s . 


' ' : - : ; : " ' 
: ot , 


^:G, 7 . :: : 
^:iN- . ri : 


. :q ;t 
. rc .c 






t" ec 








L 


4 




M: ;:■ 


4 E 




No . 


or Eases ■ 


:onf lie t , 




Ire at 




















M : 2 ■ 


4 E 




No . 


C' t ^ a S f i s 


. o n _ ^ ■ _ ^ i 


- : '-- v - 1 - : : 






: an 










T 


6 










No . 


c : :• a a e s . 


near, ict , 


2 E N G 72 : 






■ ■ - 












s 


1 

1 


M: 
M: 


4 E 




No . 
No . 


or bases 


:cn r 1 1 ct , 
" c n i ^ i at , 


DONATE : 
LENGTH : 


r y ■ r- — 




'Ass. 
7 c an 


*~ ^ d 
t e c 




SEQ 






{< 




4 E 




f 


of Bases , 


:cnrlict , 


L E N G T H : 


Inn a f 




Coun 


t ed . 


4 2 


SEQ 


8 


L 


9 




M : 2 .*:■ 


4 E 




No. 


of Bases c 


_: o n f 1 i c t , 


LENGTH : 






Co an 


ted* 


44 


O ^ 


9 


L 




:-7 


M- 


7 4 E: 


Ml 


. cf Bases 












n tec 


l : b 2 


o r, v • -l '■- 






: 4 


Kef 


eated 




SeqNc=l 1 




















L 


I 


i& 


M : 


a 4 E: 


N<: 


. o f Bases 


cent lict , 


L E N G T H 








n t e d : 2 2 




T. 


1 




r:: ;: 


74 E: 


Nt 


. of Bases 














i : b 0 






[A 


2 






eated 




SeqNo- 1 2 




















L : 


1 


f: 


K : 2 


i4 E: 


Nc 


. c» i B a s e s 


conflict, 


LENGTH 






nted: 4 7 


; -i v : * " " J 


T . 


1 


- -j 

i .' 


M : 1. 


7 4 E: 


Nc 


. o 1 Bases 


conflict, 


LENGTH 






ntea : 4 7 


SEQ : 14 


M: 




c: / 


F.ep 


eated 




SeqNc -14 




















L : 


1 




E-I : : 


2 0 E: 


; i 


) Wrcnq Nm 


:ieic Acid 


Lesion 








0 E 






L: 






M: I 


1.2 C 




' A 


8} String i 


iata cenve 








; a s c , 












i 


r: ~ 


M: 






j Wrong Nui 


neic Acid 


Lo-si ;jn 


-u _ r , 




■ K B' E E 


GE 


INV 


AL1 L 


? KEY 7 


L : 


1 o 0 


M : 2 


72 E: 


No 


. of Sec. ; 


lifters, •■■ 


7 1 1 " ■ 1 17 N 






,4- . ,1 "7 
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